Power and robustness of the linkage homogeneity test in genetic analysis of common disorders.
The power and robustness of the admixture test are studied. The power of the test depends on the genetic parameters at the disease locus. In particular, the power decreases drastically with the level of penetrance. The test is robust to errors in genetic parameters provided that the recombination fraction is not fixed a priori. However, misspecifying genetic parameters leads to a bias in the estimates of both the recombination fraction and the proportion of linked families.